Clustering Gene Expression in East African Cichlids
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METHODS

To get a smaller group of genes out of over 38,000 genes expressed in the facial skin,
we first created two linear models, one based on 'patch location' and another based a
on 'patch location' and 'species'. From their comparison, we identified a group of 738
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pattern is absent in N. gracilis (used as with similar characteristic, patches and genes were separately clustered (figs. 2-4).
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